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Epigenetic changes like CpG island

hypomethylation or hypermethylation can be used

as potential biomarkers in risk stratification and

therapeutic response generation for various

diseases like colorectal cancer, glioblastoma,

breast cancer, asthma, neurodegenerative

diseases etc.

Detection of relative abundance of transcript

copies with tissue-specific effects is done

commonly for cancer diagnosis and can also be

used for detecting differentially expressed

variants.

Novel diagnostics and risk predictors can be identified from modern 

DNA/RNA sequencing methods



The impact of genomic variations can be understood from protein structure, 

dynamics and network analysis 
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A similar impact can be studied with environmental factors using both 

data mining with feature extraction and network analysis
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Integrated multiparameter data model for prediction of 
malaria hotspots

• 1. Socio-economic aspects

• Population, child population, literacy, 

and workforce participation

• 2. Epidemiology 

• Annual parasitic index (API) and slides 

collected and examined) 

• 3. Geographical features 

• Settlement, forest cover, water bodies, 

rainfall, relative humidity, and 

temperature

• Malaria Journal, 2014
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